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Author Correction: The population 
structure of Clostridium tetani 
deduced from its pan-genome
Diana Chapeton-Montes, Lucile Plourde   , Christiane Bouchier, Laurence Ma, 
Laure Diancourt, Alexis Criscuolo   , Michel Robert Popoff    & Holger Brüggemann

Correction to: Scientific Reports https://doi.org/10.1038/s41598-019-47551-4, published online 02 August 2019

In the original version of this Article, Christiane Bouchier and Laurence Ma were incorrectly affiliated with 
‘Biology des Infections, Institut Pasteur, Paris, France’. The correct affiliation is listed below.

Genomic Platform, Biomics, Institut Pasteur, Paris, France.

This error has now been corrected in the PDF and HTML versions of the Article.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2019

Published: xx xx xxxx

OPEN

https://doi.org/10.1038/s41598-019-53688-z
http://orcid.org/0000-0003-1358-5792
http://orcid.org/0000-0002-8212-5215
http://orcid.org/0000-0001-9305-8989
https://doi.org/10.1038/s41598-019-47551-4
http://creativecommons.org/licenses/by/4.0/

	Author Correction: The population structure of Clostridium tetani deduced from its pan-genome




